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TCTTCGAAGAGGGTCTTAAGATCTGlGGGATCGTGATCCXSTTTTC 
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Seq 

Seq ID No. 79 



Seq ID No. 81 
Seq ID No. 82 62 
Seq ID No. 83 



GCGCTGTGGGATCGGTTTTGGGTGGTCAHAAr 
F8-15E " " 

1 EC0R1, 5 NRU1, 59 MLU1 , 

AraThrL^uGl nSerAsp 

F8-16E 
CGTACTCTTCAGTCT 

GC A TG AG A AGTC AG ACT An 
FS-17E 

76 BCL1, 



Seq ID No. 80 
TTTGCGGTAGTTGCCCTTTATTnr 
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Linkers for pSVF8-500B 



end 92 19aa C terminal 

to thrombin cleavage at 740 



SerArgHisProSerjthrArgGlnLysGlnPheAsnAlaThrProProValLeuLysArg^Seq ID No. 50 
TC(±CACACCCTAGCAerAGGCAAMGCAATO ID No! 51 

mutant AGCGCTGTGGGATCGTGATCCGTTTTCGTTAAATTACGGTGGGGTGGTCATGACTCTGCG 

wild type (TT) (CT) 
NRU1 



Start 80K 
HisGlnArgGluIleThrArg 
CATCAACGGGAAATAACGCGT 
GTACTTGCCCTTTATTGCGCA 
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9aa N terminal to 80K 



